Long-read Human Whole Genome
Resequencing
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686 O l,' évwv ® Data filtering: filter the low quality reads
® Data alignment: long reads were aligned to the human reference sequences by alignment software
® Data statistics: statistical sequencing depth and coverage
® SNP calling and annotation
® [nDel calling and annotation
® SV calling and annotation

® CNV callinag and annotation

INVENTIONS

Nnavvitowyv 31, 546 27, ©ecoalovikn
TnA: +30 2312207188
bdinfo@bd-inventions.com
www.bd-inventions.com



mailto:bdinfo@bd-inventions.com
mailto:bdinfo@bd-inventions.com
mailto:bdinfo@bd-inventions.com
http://www.bd-inventions.com/
http://www.bd-inventions.com/
http://www.bd-inventions.com/
http://www.bd-inventions.com/

	Διαφάνεια 1: Long-read Human Whole Genome Resequencing 

